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255 260 265 27: 

257 ser Ser Arg Asp Pro Ser Trp Arg Gin Pro Glu Arg Thr lie Le - Arg 

253 275 280 285 

260 Pro Arg Phe Arg Arg Glu Val Glu Lys Thr Ala Cys Pro Ser Gly Lys 

261 290 295 300 

26 3 Lys Ala Arg Glu lie Asp Glu Ser Leu lie Phe Tyr Lys Lys Trp Glu 
26-i 305 31C 31 5 32 : 

266 Leu Glu Ala Cys Val Asp Ala Ala Leu Leu Ala Thr Gin Met Asp Arg 

267 325 330 335 

26 9 Val Asn Ala He Pro Phe Thr Tyr Glu Gin Leu Asp Val Leu Lys His 
270 340 34 5 35': 

27 2 Lys Leu Asp Glu Leu Tyr Pro Gin Gly Tyr Pro Glu Ser Val He Gin 
2 7 3 3 55 36 0 36 5 

2 75 His Leu Gly Tyr Leu Phe Leu Lys Met Ser Pro Glu Asp He Arg Lys 
276 370 375 380 

278 Trp Asn Val Thr Ser Leu Glu Thr Leu Lys Ala Leu Leu Glu Val Asp 

279 385 390 395 400 

281 Lys Gly His Glu Met Ser Pro Gin Ala Pro Arg Arg Pro Leu Pre- Gin 

282 405 410 415 

284 Val Ala Thr Leu He Asp Arg Phe Val Lys Gly Arg Gly Gin Leu Asp 

285 420 425 4 30 

287 Lys Asp Thr Leu Asp Thr Leu Thr Ala Phe Tyr Pro Gly Tyr Leu Cys 

288 4 35 440 44 5 

290 Ser Leu Ser Pro Glu Glu Leu Ser Ser Val Pro Pro Ser Ser lie Trp 

291 4 50 4 55 460 

29 3 Ala Val Arg Pro Gin Asp- Leu Asp Thr Cys Asp Pro Arg Gin Leu Asp 
294 465 4 70 4 75 4 80 

296 Val Leu Tyr Pro Lys Ala Arg Leu Ala Phe Gin Asn Met Asn Gly Ser 

29 7 485 4 90 495 

29? Glu Tyr Phe Val Lys lie Gin Ser Phe Leu Gly Gly Ala Pro Thr Glu 

3;»0 50 0 50 5 510 

302 Asp Leu Lys Ala Leu Ser Gin Gin Asn Val Ser Met Asp Leu Ala Thr 

30 3 515 520 525 

30 5 Phe Met. Lys Leu Arg Thr Asp Ala Val Leu Pro Leu Thr Val Ala Glu 
306 530 535 54 0 

30 8 Val Gin Lys Leu Leu Gly Pro His Val Glu Gly Leu Lys Ala Glu Glu 
30 9 54 5 5 50 555 56 0 

511 Arg His Arg Pro Val Arg Asp Trp lie Leu Arg Gin Arg Gin Asp Asp 
312 56: 570 575 

314 Leu Asp Thr Leu Gly Leu Gly Leu Gin Gly Gly lie Pro Asn Sly Tyr 

315 580 585 590 

3.17 Leu Val Leu Asp Leu Ser Val Gin Glu Thr Leu Ser Gly Thr Pro Cys 

3 18 59 5 6 00 60 5 

32" 1 Leu Leu Gly Pre Gly Pro Val Leu Thr Val Leu Ala Leu Leu Leu Ala 
321 610 615 62 J 

32 3 Ser Thr Leu Ala 
3 2 4 6 2 5 

32 7 <210> SEQ ID NO: 5 
.'• 2 - <211> LENGTH: 852 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing 
Sequence Listing to ensure that a corresponding explanation is 
to <223> fields of each sequence which presents at least one n 



Seq# 


11 


N Pes . 599 


Seq# 


12 


Xaa Pos. 184 


Seq n 


21 


N Pes . 1,3 


Seq* 


80 


Xaa Pos . 1 


Seq* 


9 0 


Xaa Pos. 8,235 


Seq n 


99 


Xaa Pos. 251 


Seq n 


112; Xaa Pos . 160,161 



file: 'C:\CRF40uthold\VsrJ044564.htm 9 18 02 



Page 6 of 8 



. Please review the 
presented in the <220> 
or Xaa . 



